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FIGURE 1 



1 

ATGGCTCCCTTAGCCGAAGTCGGGGGCTTTCTGGGCGGCCTGGAG 
MetAlaProLeiiAlaGluValGlyGlyPheLeuGlyGlyLeuGlu 

46 

GGCTTGGGCCAGCAGGTGGGTTCGCATTTCCTGTTGCCTCCTGCC 
GlyLeuGlyGlnGlnValGlySerHisPheLeuLeuProProAla 

91 

GGGGAGCGGCCGCCGCTGCTGGGCGAGCGCAGGAGCGCGGCGGAG 
GlyGluArgProProLeuLeuGlyGluArgArgSerAlaAlaGlu 

136 

CGGAGCGCGCGCGGCGGGCCGGGGGCTGCGCAGCTGGCGCACCTG 
ArgSerAlaArgGlyGlyProGlyAlaAlaGlnLeuAlaHisLeu 

181 

CACGGCATCCTGCGCCGCCGGCAGCTCTATTGCCGCACCGGCTTC 
Hi sGlyl leLeuArgArgArgGlnLeuTyrCysArgThrGlyPhe 

226 

CACCTGCAGATCCTGCCCGACGGCAGCGTGCAGGGCACCCGGCAG 
HisLeuGlnlleLeuProAspGlySerValGlnGlyThrArgGln 

271 

GACCACAGCCTCTTCGGTATCTTGGAATTCATCAGTGTGGCAGTG 
AspHisSerLeuPheGlylleLeuGluPhelleSerValAlaVal 

316 

GGACTGGTCAGTATTAGAGGTGTGGACAGTGGTCTCTATCTTGGA 
GlyLeuValSerlleArgGlyValAspSerGlyLeuTyrLeuGly 

361 

ATGAATGACAAAGGAGAACTCTATGGATCAGAGAAACTTACTTCC 
MetAsnAspLysGlyGluLeuTyrGlySerGluLysLeuThrSer 

406 

GAATGCATCTTTAGGGAGCAGTTTGAAGAGAACTGGTATAACACC 
GluCysIlePheArgGluGlnPheGluGliaAsnTrpTyrAsnThr 

451 

TATTCATCTAACATATATAAACATGGAGACACTGGCCGCAGGTAT 
TyrSerSerAsnlleTyrLysHisGlyAspThrGlyArgArgTyr 

496 

TTTGTGGCACTTAACAAAGACGGAACTCCAAGAGATGGCGCCAGG 
PheValAlaLeuAsnLysAspGlyThrProArgAspGlyAlaArg 

541 

TCCAAGAGGCATCAGAAATTTACACATTTCTTACCTAGACCAGTG 
SerLysArgHisGlnLysPheThrHisPheLeuProArgProVal 

586 

GATCCAGAAAGAGTTCCAGAATTGTACAAGGACCTACTGATGTAC 
AspProGluArgValProGluLeuTyrLysAspLeuLeuMetTyr 

631 

ACT 
Thr 
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FIGURE 2 
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FIGURE 3 

>gb:GenBank accession number -ID: AB020858 | acc :AB020858 Homo sapiens 
genomic DNA of p21.3-p22 anti-oncogene of hepatocellular colorectal 
and non-small cell lung cancer , segment l/ll - Homo sapiens, 100000 
bp. 

Minus Strand HSPs : 

A. 

Score = 1430 (214.6 bits), Expect = 1.6e-126, Sum P(3) = 1.6e-126 
Identities = 288/289 (99%), Positives = 288/289 (99%), 
Strand = Minus / Plus 

Ouerv 289 TACCGAAGAGGCTGTGGTCCTGCCGGGTGCCCTGCACGCTGCCGTCGGGCAGGATCTGCA 230 

MMMMMMMMMMMMMMMMMMMMIMMMMMMMIMM 

Sbjct: 15927 TACCGAAGAGGCTGTGGTCCTGCCGGGTGCCCTGCACGCTGCCGTCGGGCAGGATCTGCA 15986 
Ouerv 229 GGTGGAAGCCGGTGCGGCAATAGAGCTGCCGGCGGCGCAGGATGCCGTGCAGGTGCGCCA 170 

Mill 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 i M 1 1 1 1 i Mi IlillllllllllMIIIMMIIi 

Sbjct: 15987 GGTGGAAGCCGGTGCGGCAATAGAGCTGCCGGCG - CGCAGGATGCCGTGCAGGTGCGCCA 16045 
Ouerv 169 GCTGCGCAGCCCCCGGCCCGCCGCGCGCGCTCCGCTCCGCCGCGCTCCTGCGCTCGCCCA 110 

lllilllilliiitilMllllilllililllllMMIIIIIilllllillllilMII 

Sbjct: 16046 GCTGCGCAGCCCCCGGCCCGCCGCGCGCGCTCCGCTCCGCCGCGCTCCTGCGCTCGCCCA 16105 
Ouerv* 109 GCAGCGGCGGCCGCTCCCCGGCAGGAGGCAACAGGAAATGCGAACCCACCTGCTGGCCCA 50 

lllllilllilltllillllllMIIIIIIMIIilllillMllliiiillMMIIII 

Sbjct: 16106 GCAGCGGCGGCCGCTCCCCGGCAGGAGGCAACAGGAAATGCGAACCCACCTGCTGGCCCA 16165 

Ouerv • 49 AGCCCTCCAGGCCGCCCAGAAAGCCCCCGACTTCGGCTAAGGGAGCCAT 1 

|| I | II Ml I Mi I ill I II I III I II I Mi I III Mi I II HIM Mi 
Sbjct: 16166 AGCCCTCCAGGCCGCCCAGAAAGCCCCCGACTTCGGCTAAGGGAGCCAT 16214 



B. 

Score = 1224 (183.6 bits), Expect = 1.6e-126, Sum P(3) = 1.6e-126 
Identities = 250/255 (98%), Positives = 250/255 (98%), 
Strand = Minus / Plus 

Ouerv- 633 AGTGTACATCAGTAGGTCCTTGTACAATTCTGGAACTCTTTCTGGATCCACTGGTCTAGG 574 

| | II II II M I II I II I I II I II II II I I II II II M II I M I I M I I I II II I I II I I I 
Sb j c t : 7257 AGTGTACATCAGTAGGTCCTTGTACAATTCTGGAACTCTTTCTGGATCCACTGGTCTAGG 7316 

Ouerv * 573 TAAGAAATGTGTAAATTTCTGATGCCTCTTGGACCTGGCGCCATCTCTTGGAGTTCCGTC 514 

| | | | | | M I I II II II I I I I I I M I I M II I I II I II I II I II II I M II II II I I II M 
Sbjct: 7317 TAAGAAATGTGTAAATTTCTGATGCCTCTTGGACCTGGCGCCATCTCTTGGAGTTCCGTC 7376 

Ouerv* 513 TTTGTTAAGTGCCACAAAATACCTGCGGCCAGTGTCTCCATGTTTATATATGTTAGATGA 454 

I M I M M 1 1 M M II II 1 1 1 II I M 1 1 1 1 1 II II I II II II 1 1 1 II I M I II II II I II 

Sbjct: 7377 TTTGTTAAGTGCCACAAAATACCTGCGGCCAGTGTCTCCATGTTTATATATGTTAGATGA 7436 

Ouerv- 453 ATAGGTGTTATACCAGTTCTCTTCAAACTGCTCCCTAAAGATGCATTCGGAAGTAAGTTT 394 

| | | | II I I I I I I II M I I M II II II I M I II II II I I II II I M II II II II M I I I II 
Sbjct: 7437 ATAGGTGTTATACCAGTTCTCTTCAAACTGCTCCCTAAAGATGCATTCGGAAGTAAGTTT 7496 
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FIGURE 3 (cont) 



Query: 393 CTC- TGATCCATAGA 380 

111 Ml I III 
Sbjct: 7497 CTCCTGAAAGAGAGA 7511 



c. 

Score = 530 (79.5 bits), Expect = 1.6e-126, Sum P(3) = 1.6e-126 
Identities = 106/106 (100%), Positives = 106/106 (100%), 
Strand = Minus / Plus 

Query: 391 CTGATCCATAGAGTTCTCCTTTGTCATTCATTCCAAGATAGAGACCACTGTCCACACCTC 332 

IMIIlllllllllllllllllllllllllllllllllllllllllMMIIIIIIIIII 

Sbjct: 9837 CTGATCCATAGAGTTCTCCTTTGTCATTCATTCCAAGATAGAGACCACTGTCCACACCTC 9896 

Query: 331 TAATACTGACCAGTCCCACTGCCACACTGATGAATTCCAAGATACC 286 

IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIII 
Sbjct: 9897 TAATACTGACCAGTCCCACTGCCACACTGATGAATTCCAAGATACC 9942 
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Figure 15, Panel A. 
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Figure 15, Panel B. 
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Figure 15, Panel C. 
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Figure 15, Panel D. 
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FIGURE 16. 
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FIGURE 16 (continued). 
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FIGURE 18. 
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FIGURE 20. 
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FIGURE 21. 
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FIGURE 22. 
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FIGURE 23. 
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FIGURE 24 
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FIGURE 24 (ctd) 
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FIGURE 26 
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